. Primers used for PCR and qPCR analysis.
All primers are given in the 5' to 3' direction. Primer for generation of amiRNA lines were designed using http://wmd3.weigelworld.org tool and for qPCR using Quant Prime qPCR primer design tool [1] .
Gene
Analysis Primer sequence Following electrophoresis, gels were incubated in PGM staining solutions (as described elsewhere [3] ).
Abbreviations: R -roots, YL -young leaves ( 8 mm), ML -mature leaves ( 30mm), Sh -shoots, Ssiliques, F -flowers.
B, PGM activity in Arabidopsis accessions. Native PAGE followed by phosphoglucomutase activity staining. 
pgm2 pgm3
A, Activities of disproportionating enzyme 2 (DPE2) and phosphorylases. Protein crude extracts (7 g) were subjected to native PAGE. Separation gel 7.5 % [T] contained 0.2 % [w/v] glycogen from oyster (Sigma). Following electrophoresis, separation gels were equilibrated in 100 mM citrate-NaOH pH 6.5.
For phosphorylase activity staining separation gels were incubated in a mixture consisting of 100 mM citrate-NaOH and 20 mM sodium G1P (pH 6.5) overnight at room temperature (RT) and were then stained with iodine. DPE2 activity was visualized by incubating separation gels in 100 mM citrate-NaOH and 20 mM maltose (pH 6.5) overnight at RT prior to iodine staining. 
pgm2/3
--DPE2 and phosphorylases activity staining. Plants were grown in 12 h light / 12 h dark regime and harvested at the end of the dark phase. Native PAGE and incubation were performed as described in Fig.   S2 .
E,
